
An international PhD position is available in the RNA-RNP team co-led by Dr. Manival, at the 
IMoPA laboratory (Ingénierie Moléculaire, Cellulaire et Physiopathologie, 
https://imopa.cnrs.fr/en/home/) in Nancy, France. This position is funded by the International 
Research Partnership (IRP) from Lorraine University of Excellence (LUE) and will be co-
supervised by Dr T. Bandeiras' laboratory at the iBET (Instituto de Biologia Experimental e 
Tecnológica, Oeiras, Portugal, https://www.ibet.pt). This IRP is named Target R2TP and R2TP-
like to identify drug candidates. 
The successful candidate will work on the structural characterization of new R2TP ligands to 
identify innovative drug candidates. She/he will be working under the supervision of Dr. X. 
Manival (xavier.manival@univ-lorraine.fr) and B. Bragantini (benoit.bragantini@univ-
lorraine.fr) from IMoPA and Dr. T. Bandeiras (tiago.bandeiras@ibet.pt) and P. Sousa 
(pedrosousa@ibet.pt) from iBET. 

PhD topic and general objectives: 
The first goal (fundamental research) of this PhD Project will be to study the ATP-dependent 
molecular mechanisms by which R2TP, a HSP90/70 co-chaperon complex, regulates the 
assembly and maturation of numerous human macromolecular complexes. A better 
understanding of these mechanisms will provide valuable information to specifically target 
R2TP:substrate interfaces with the objective to block key R2TP-substrates assembly 
implicated in specific diseases such as certain types of cancer.  
The second goal (research and development) will be to find drug candidates, mainly to fight 
human cancers where resistance to chemotherapy and ionizing radiation remains. It will 
require an exhaustive search of new R2TP substrates to then allowed us to choose the most 
relevant one from a public health perspective. 
Finally, the project should lead to the design of new relevant inhibitors for the treatment of 
many diseases associated with these large molecular complexes including cancer. 

 

Facilities: IMoPA is located on the Brabois-Santé campus on the outskirts of Nancy. The 
research and teaching activities of IMoPA’s scholars fall notably within the ERC code LS1 
(Molecules of Life: Biological Mechanisms, Structures and Functions). Hosted in the Biopôle 
building, IMoPA serves as a hub for a wide range of expertise, providing valuable resources 
for the various laboratories within the Université de Lorraine’s Biology Medicine Health (BMS) 
scientific cluster. IMoPA offers a warm international working environment with state-of-the-art 
platforms including biophysics, crystallography, NMR and recently, cryo-EM. 
iBET is a private non-profit Biotechnology Research Organization located in the town of Oeiras 
to the west of Lisbon in Portugal. As an R&D (Research and Development) institution and SME 
(Small and Medium-sized Enterprise), iBET acts as an interface between academic and private 
institutions while also creating and organizing autonomous knowledge and expertise. Target 
areas are biopharmaceuticals and novel therapies including the development of viral gene 
therapies, in-vitro models and methodologies for pre-clinical research and cell therapy 
applications, protein stability and structural biology for drug design. iBET is equipped with 

https://www.ibet.pt/


cutting-edge research facilities ranging from protein production and purification using a broad 
range of expression hosts to biophysics, crystallography and advanced mass spectrometry. 

Benefits: Gross salary: €2,135/month over 36 months, health insurance, total reimbursement 
of international transport and accommodation expenses in Portugal.  
Expected starting date: from now until December 2024. 

Applications: Candidates should hold a master’s degree in biology, biochemistry, biophysics, 
or structural biology. Expertise or interest in protein/RNA purification and single-particle cryo-
EM will be highly appreciated. Interested candidates should send a CV, a covering letter and 
the names and email addresses of two referees. These documents should be submitted by 
email to xavier.manival@univ-lorraine.fr and tiagob@ibet.pt. 
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